FIGURE 2 



1 A gctgtgcagagccgtctggcagggttgacctcctaaagggatattccatctttattaatcattag 65 

66 A tagtgtggtcagagacttagcaccattggtcticccccaacctggtccagacatttcagcagttta 130 

131 A tcggaacagcaacaacagcaacaaaaccttcaaaatttacaagtctttaagaaatagaaATGgca 195 
B tggct tcgcgtggg""tggaggaggcgcggctgcaggtct ttaagaaatagaaATGgca 



M A 2 



196 tccaaaagagctctggtcatccfagccaaaggagcagaggagatggagacagtgattcctgtgga 2 60 
^Tb S KRAL V I LA KGAE E M ET V I P. VD24 

2 61 catcatgcggcgagctgggattaaagtcaccgttgcaggcttggctgggaaggaccccgtgcagt 3 25 
1*25" IMRRAGIK V T V A G L A G K D P V Q 45 

^ Peptide 1 

326 gtagccgtgatgtagtgatttgtccggataccagtctggaagaagcaaaaacacagggaccatac 3 90 
J^r^L? C S R DVVI CPDTS LEEAKTQGPY. 67 

3 91 gatgtggttgttcttccaggaggaaatctgggtgcacagaacttatctgagtcggctttggtgaa 4 55 
#e&8 DVVVLPGGNLGAQNLS. ESALVK.8 9 

4 56 ggagatcctcaaggagcaggagaacaggaagggcctcatagctgccatctgtgcgggtcctacgg 52 0 
yrt^O E I L K E Q E N R KG L I AA I C.AG P T* 110 

Peptide 2 

* 

521 ccctgctggctcacgaagtaggctttggatgcaaggttacatcgcacccattggctaaggacaaa 585 

■ ^« 111 ALLAHEVGFGCKV T S H P L A K D K. 132 

Peptide 3 

586 atgatgaacggcagtcactacagctactcagagagccgtgtggagaaggacggcctcatcctcac 65 0 

1*6 fr* M MNGSHYSYSES.RVEK D G L 1 L_T 154 

*r Peptide 4 

651 cagccgtgggcctgggaccagcttcgagtttgcgctggccattgtggaggcactcagtggcaagg 715 
\6*lGT S R GPG T S F E FAL.AI VEAL SGK. 175 

716 acatggctaaccaagtgaaggccccgcttgttctcaaagacTAGagagcccaagccctggaccct 780 
yfttttpD MAN Q V K A P L V L K D , * 189 
781 ggacccccaggctgagcaggcattggaagcccactagtgtgtccacagcccagtgaacctggcat 845 
84 6 tggaagcccactagtgtgtccacagcccagtgaacctcaggaactaacgtgtgaagtagcccgct 910 
911 gctcaggaatctcgccctggctctgtactattctgagccttgctagtagaataaacagttcccca 975 

9 85 

976 agctc*c*tgacggct* 



Figure 8 
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'SEQ ID NO:3 
residues: 

maskralvilakgae\ 1-15 

KRALVILAKCAEEME 4-18 
LVILAKGAEEMETVI 7-21 
LAKGAEEMETVEPVD 10-24 
GAEEMETVIPVDIMR 13-27 
EMETV IP VDIMRR AG 16-30 
TVJPVDTMRRAGIKV ' 19-33 
PVDIMRRAGIKVTVA i 2 2 "36 
IMRRAGIKVTVAGLA 25-39 
RAG ix vTVAr.f.ACiKn 28-42 \ 

IK VTVAnt AHKDPVQ ' 31-4 5 j 
TVACil ATtKHPyQCSR 34"48 , 

GKDPVQCSRDVVICP 4 0-54 I 

PVQCSRDVVICPDTS 4 3-57 

CSRDVVICPDTSLEE 4 6-60 

DVVICPDTSLEEAKT 4 9-63 

ICPDTSLEEAKTOSP 52-66 

DTSLEEAKTQGPYDV 55-69 

LEEAKTQGPYDVVVL 58-72 

AKTQGPYDVVVLPGG 61-75 

QGPYDVWLPGGNLG 64-78 

YDVVVLPGGNLGAQN 67-81 

WLPGGNLG AQNLS E 7 0-84 

PGGNLGAQNLSESAL 7 3-87 

NLGAQNLSESALVKE 7 6-90 

AQNLSESALV KEILK 7 9-93 

LSES ALVKE1LKEQE 82-96 

SALVKEJLKEQENRK ' 85-99 
VKEtLKEQENRKGLl 
ILKEQENRKGLIAA1 
EQENRKGLIAAICAG 
NRXGLIAAICAGPTA 

GLIAAICAGPTALLA 100-114 

AAICAGPTALLAHEV 103-117 

CAGPTALLAHEVGFG 106-120 

PTALLAHEVGFGCK V 109-123 

LLAHEVGFGCKVTSH 112-126 

HEVGFGCKVTSHPLA 115-129 

GFGCKVTSHPLAKDK 118-132 

CKVTSHPLAKDKMMN ! 121-135 

TSHPLAKDKMMNGSH '124-138 

i 

PLAKDKMMNGSHYSY i 127-141 
KDKMMNGSHYSYSES 130-144 
MMNGSHYSYSESRVE j 133-147 
GSHYSYSESRVEKDG 136-150 

YS YSESRVEKDGLIL ; 1 3 9 - 1 5 3 

SESRVEKDGLILTSR 

RVE KPCLILTSR CPG 

KDGLILTSR GPGTSF 
' LILTSR GPGTSFEFA 

TSRGPGTSFEFALAI 

GPGTSFEFALAIVEA 

TSFEFALAIVEALSG 
EFAJLAI VEALSG KDM 
LArVEALSGKDMANQ 
VE ALSGKDM ANQV KA 
LSGKDMANQVKAPLV 
KDMANQVKAPLVLKD 



0.5 



OD at 450 nm 
1 1-5 



2.5 



88-102 
' 91-105 

94-108 
' 97-111 







8 



IS 

0-C3 

1 



o 
2. 



0 8 

1 8 



Figure 13 
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ssidues: / 
1-15 I 



(SEQIDN03) o 
\v residues: 

MASKR ALV ELA KG AF 
KKALVILAKGAEEME: 4-18 
LVILAKGAEEMETVI I "7-21 
LAKGAEEMETVIPVD 
GAEEMETVIPVDIMR 
EMETVIPVDIMRRAG 
TVIPVDTMRRAGIKV 
PVDIMRRAG1KVTVA 
IMRRAGIKVTVAGLA 
RAGIKVTVAGLAGKD 
IKVTVAGLAGKDPVQ 
TVAGLAGKDPVQCSR 
GLAGKDPVQCSRDVV 
GKDPVQCSRDVVICP 
PVQCSRDVVICPDTS 
CSRDVVICPDTSLEE 
DVVICPDTSLEEAKT 
ICPDTSLEEA KTQSP 
nTci PFAtfTnr.Pvnv 



0.5 



OD at 450 nm 

1.5 2 



2.5 



3.5 



i FFAtrmr.PvnvvvL 
AKTOGPYDV VVLPGG 
QGPYDVVVLPGGNLG 
YDVVVLPGGNLGAQN 
VVLPGGNLGAQNLSE 
PGGNLGAQNLSESAL 
NLGAQtfLSESALVKE 
AQNLSESALVKE1LK 
LSE5ALVKBILKEQE 

VKFTT KTQFVft Kfil 1 



10-24 
13-27 ( 
16-30 ! 
19-33 , 
22-36 
25-39 
28-42 
31-45 
34-48 
37-51 
40-54 
43-57 
46-60 
49-63 
52-66 
55-69 
58-72 
61-75 
64-78 
67-81 
70-84 
73-87 
76-90 
79-93 
82-96 
85-99 
88-102 
91-105 
94-108 
97-111 
100-114 




11 KF.OFlsreKf-,1 IA A1 
£QEiiRJ£GUAAICAG 
NRXGUAAICAGPTA 
GLIAA1CAGPTALLA 
AAICAGPTALLAHEV i 103-117 
CAGPTALLAHEVGFG 1 1 0 6 - 1 2 0 
PTALLAHEVGFGCKV | 1 0 9 - 1 2 3 
LLAHEVGFGCKVTSH 1112-126 
HEV nFOCKVTSHPLA 'll5-129 
CFHTkrVTSHPI AKDK ■118-132 
rtCVTSHPl.AKDKM MN 121-135 
TSHPLAKDKMMNGSH ll 24-1 38 
PLAKDKMMNGSHYSY 127-141 
KDKMMNGSHYSYSES 130-144 
MMNGSHYSYSESRVE 133-147 
GSHYSYSESRVEKDG 136-150 
YS YSESR VEKDG L1L 139-153 
SESRVEKDGLILTSR 'l4 2-156 
RVEKDGLILTSRGPG 114 5-159 
KDGLILTSRGPGTSF 14 8-162 
LILTSRG PGTSFEFA 151-165 
TSRGPGTSFEFALAl I154-I68 
GPGTSFEFALAIVEA h 57 -171 
TSFEFALAIVEALSG £ 60- 17 4 
EFALAl VEALSGKDM h 6 3 - 1 7 7 



LATVEALSG KDM ANQ i 
VEALSGKDM ANQVKA 
LSGKDMANQVKAPLV 
KDM A NQ VKAPLVLKD 
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